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ABimdmems to the Claims: 
This listing of claims replaces all prior versions and listings of claims in the application: 

1-32. (Caaceied). 

33 . (Corrently amended) A method for ideDtifying candidate therapeutic agents for 
the treatment of prostate c-aiicer, the method comprising: 

(a) obtaining a test sample comprising metastatic prostate tumor cells; 

(b) exposing the test sample to a test compound; 

(c) measuring tJie level of espression of alplia-methyiacyl-CoA racemase mRN.A. 
comprising the secjusncg of aBucIeie acid molecule cotisi,stiMo£SEQJD.|iQ:3.ftr.thg 

(d) idetnif>'ing the test compound as a candidate therapeutic agent for the treatment of 
prostate cancer if the level of expression of alpha-methylacyi-Co A racemase roRNA. in the 
test sample exposed to the test compound is less than in a control test sample not exposed to 
the test con^pound-. 

34, (Carrently amended) The method of claim 33 whereis step (c) composes 
exposing the test sample to a nucleic acid probe which hybridizes to a nucleic acid, molecule 
consisting of SEQ ID N0:3 or the complete cQni plement thereof under hybridization in OJM 
sodium phosphate, 7% SDS at followed by one or more washes at 0.2X SSC, 1% SDS 
at 65*C, wherein the nucleic acid probe comprises a fragment of SBO ID NO: 3 or the full- 
length complement of SEQ ID N0:3. 



35-58. (Cancsled). 
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conUKisng aipiki-n'scilrdacyl-'i.'o.X TJL-i.-i5ia,^o mRNA wiih a nucleic j.cM pf>'be conipri^ini; 

frairnioni or^f>t?-Vj- I^HaHvgOH^y>to Bfcm a nuclc k acid moicoide corsists ng ofSUQ If) \"0:" 

or ihe con^plc-ut.-it mcrLof -ho Aai;aient comprising at it?;^^•^ i 5 con.s.vus-x T^ixni-otuic^ of 
S rO ID N0 3 ibo mii-icngil- corapleni.;.-5ii of SFQ ID NO;.^. 

60. (Cun-ently affiended) The metliod of claim 59 wlierein the probe comprises at b:ast 
20 consecislive aadeotides o.f SE03DNO;3 or tiie &il~length complement of SEQ ID N0:3. 

61 . (CurreiHly amended) The method of claim 59 wherein the probe coniprises at least 
25 consecutive nucleotides of SEP ID N0:3 or the fulWength complement of SEQ ID NO:3. 

62. (Cuxrently amosded) The method of claim 59 wherein the probe comprises at least 
30 consseutive mscleotides of SBQ|DN0:3 or fee full-length compknreBl of SEQ ID N():3, 

63. (Currently amended) The method of claim 59 wherein the probe comprises at least 
40 consecutive nucleotides of SEP ID N():3 or the full-length complement of SEQ ID N0:3. 

64. (Currently amended) The method of claim 59 wherein the probe comprises at least 
50 consecutive nucleotides of SEQ ID NQ:3 or the complement of SEQ ID N0:3. 

65. (Currently amended) The -method of claim 59 wherein the probe comprises at least. 
75 conseciitive nucleotides ofSEOIDNQ:3 or the fiill length complement of SEQ ID NO:3, 

66. (Currently amended) The method of claim 59 wherein the nucleic acid probe 
comprises at least 260 n uol eottdes eamecutive .nucleotides of SEP ID KQ:3 or the fall4enath 

comgjemeMofSEQiDmi- 
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67, (CmTsntly ammded) The method of claim 59 wherein the rmcleic acid probe 
comprises at least 300 nucl e ot i des consectitjve nuc lgptides of $EQ ID NQ;3 or the foiy^^^^ 

68, (Currently amended) The method of claim 59 wherein the nucleic acid probe 
comprises ai least 400 m#ofete fiMgiSMtive niicleotides of SEQ ID N0:3 or the fall-iengfe 
aMlj|liepiemofS£Q:0:)NO:3.. 

69, (CioreMly amended) The method of claim 5 9 wherein the imeleic acid probe 
coinpTises at least 500 ni^ol^e l iiles consecutive nucleotides of SEQ ID NO'3 or the foli-length 

70- (CiuTciiOy amended) The method of claijB 59 wherein the oudeic acid probe 
comprises at ieasi SOP m^feefe consecutiye^nBcj eotMes of SEQ ID N0:3 or the MJengill 
complemetil of SEP IP NO:3.. 

71, (Currently amended) The method of claim 59 wherein the necidc acid probe 
comprises at least 900 ■aud e otides consecutive tia cieotid.es of SEQ m NQ:3 or the foll-leaith 
cmlglQglltofSBaiSim- 

72. (CiirreBtiy amended) The method of claim 59 wherein the micleic acid probe 
comprises at least 1 0OP miolsotidos consecntive nucleotides of SEP ID N0:3 or thg fnll- 

length cQm.nlement of SEQ ID ND:3 , 



73. (Previoosly presented) The method of claim 59 wherein the probe is immobilized 

on a sisriisce. 
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74. (Previously presented) Ths method of claim .34 wherein the. alpha-methykcyl.- 
CoA racemass mRNA. is i.jrmiobilized on a surface. 

75. (Previously presented) The method of claim 33 wherein step (c) comprises 
amplification of the alpha-methylacyl-CoA. racemase mRNA, 

76. (Previously preseiited) The method of claim, 59 wherein the probe is detectably 
labeled, 

77. (Previously presented) The method of claim 76 wherein the detectable label is 
selected from the group coEsislisig of a chemiluminescetit label a iuoresceiil label, a 
radioactive label or a colorimetric label 

78. (Previously presented) The method of claim 34 wherein the probe is detectably 
labeled. 

79. (Previously presented) The method of claim 78 wherein the detectable label is 
selected from the group consisting of a chemliuminescent label, a iluorescent label, a , radioactive 
label or a colorimetric label 

go. (ISiew) A method ft>r identifying candidate therapeutic agems for the tfeatm.ent of 
prostate cancer, the method comprising: 

(a) obtaining a test sample comprising tnetastatic prostate timior cells; 

(b) exposing the test sample to a test compoimd; 

(c) measuring the level of expression of alpba-m.etbylacyl-CeA mcemase .m.RNA 
comprising the sequence of a nucleic acid molecule consisting of SBQ ID NO: I or the 
complete complement thereof; and 

(d) identifying the test compound as a candidate therapeutic agent for the treatment of 
prostate cancer if ibe level of expression of alpha-methyiacyl-CoA raeeffi.ase .mllNA. in the 
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te<^t sample exposed to the test eonipoimd is less than hi a control test sample not exposed to 
the test compound. 

8L (New) The method of claim 80 wherein step (c) comprises exposing tlie test 
sample to a nucleic acid probe which hybridizes to a nucleic, acid molecule consisting o.f SEQ 
ID N0;1 or the complete complement thereof under hybridiza.tioti in 0, 5M sodium phosphate, 
7% BBS at 65%; .fbOowed by obc or more washes at 0.2X SSC, 1 % SDS at 65T; wherein 
the .oncleic acid probe comprises a fragment of SEQ ID NO: I. or the &ll-1ersgth complement 
ofSEQIDNQ:!. 

82. (Hew) The method of claim 80 wherein .step (c) composes contacting a^pha- 
methylacyl-CoA racemase mRN.A with a iiucleic acid probe comprising a iragsient of s 
nucleic acid molecnie consisting of SEQ ID N0:1 or the complement thereof the fragment 
comprising at least 15 consecutive nucleotides of SEQ ID N0:1 or the HiH-lenglh complement 
of SEQ ID NO: L 

83. (New) The method of claim S2 wherein the probe comprises at least 20 
consecutive nacieotldes of SEQ ID N0;1 or th& Inll-lengih complement of SEQ ID N0:1 . 

84. (New) The method of claim 82 wherein the probe comprises at least 25 
consecutive nucleotides of SEQ ID NO: 1 or the .full-length complemen t of SEQ ID NO: L 

85. (New) Tlie method of claim S2 wherein the probe comprises at least 30 
consecutive nueleotides of SEQ ID N0:1 or the full-length complemsm of SEQ ID NO:L 

86. (New) The method of ckim 82 wherein the probe comprises at least 40 
consecutive nucleotides of SEQ ID N0:1 or Ihe fidhlength complemei^t of SEQ ID N0;1 . 
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87. (New) The method of claim 82 wherein fee probe comprises at least 50 
cojisecotive nucleotides of SEQ ID NO: I or the complement of SEQ ID N0:1. 

88. (New) llie Bielliod of claim 82 wlierein. the probe comprises at least 75 
cojisecutive nucleotides of SEQ ID NO: 1 or the complement of SEQ ID NO; I . 

89. (New) The method of claim 82 wherein the nucleic acid probe comprises at least 
260 consecuti ve niicieotides of SEQ ID NO; I or the foil-length complenienl of SEQ ID NO: 1 . 

90. (New) The method of claim 82 wlifirein the nucleic acid probe comprises at least 
300 consecutive Biicleotides of SEQ ID NO: I or the fbll-length complemeTrt of SEQ ID NO: l , 

91. (New) The method of claim 82 whereio the Bucleic acid probe comprises at least 
40:0 consecutive nucleotides of SEQ ID N0;1 or the Ml-Ieugtli compleKieot of SEQ ID NO:\. 

92. (New) The method of clalBi 82 wherein the nucleic acid probe comprises at least 
500 consecutive nucleotides of SEQ ID N0;1 or the llul-length cotoplement of SEQ ID N0:1 . 

93. (New) The method of claim 82 wherein the nucleie acid prt)be comprises at least 
SOO consecutive nucleotides of SEQ ID NO; 1 or the fbli-Ieugih complement of SEQ ID NO;l . 

94. (New) The metliod of claim 82 wherein the nucleic acid pK>be con^prises st least 
900 consecutive nucleotides of SEQ ID NO: I or the fhlHength complernent of SBQ ID HO;!. 



95. (New) The ni.ethod of claim 82 wherein the nucleic acid probe coTnprises at least 
1000 consecutive nucleotides of SEQ ID N0:1 or the fldbleogth complement of SEQ ID 
N0;1. 
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96. (New) The method of claim 82 \¥,herein the probe is ImmobiliKed on a siiiface, 

97. (New) The method of claim 83 wherein Ihe aipha-methylacyl-CoA rsicemase 
iTjRNA is immobilized on a surface. 

98. (New) The method of claim 80 wherein step (c) comprises ampliiicatiori of ihe 
alpha-methylacyl-GoA racemase mRNA. 

99. (New) The method of ciasm 82 wherein the probe is detectably labeled. 

100. (New) The method of claim 99 wherein, the detectable label is selected torn the. 
group consisting of a Qhemiluminescent label, a fluorescent la.bei, a radioactive label or a 
coloriiBoinc label 

101. (New) The method of claim 81 wherein the probe is deiecta.bly l abeled, 

1 02. (New) The iuerhod of claim 1 00 wherein the detectable M)d is selected Irom. the 
group consisting of a cbemiluminosceBi label, a fluorescent label, a radioactive label or a 
colorimetric label 



